
	
	
Composición del grupo de Investigación (Nov 2025): de izquierda a derecha, Dra. Begoña Euba, Diego 
Vinatea, Dra. Junkal Garmendia (IP), Dr. Diego Aguirre, Asier Domínguez, Maite Erdociain (ausente en 
la foto). 
	

	
Figure 1. Design of the PID2024-155918OB-I00. O, Objective; T, Task	

O3. Synthetic communities
T3.1. Enrichment-stabilization
T3.2. Patterns of bacterial composition
T3.3. QS communication
T3.4. Therapy – composition patterns

O2. H. influenzae-F. nucleatum crosstalk
T2.1. Mixed biofilm architecture.
T2.2. Glycosignatures and host lectins
T2.3. Cooperative interactions
T2.4. Functional analysis

O1. H. influenzae fitness: factors and 
regulatory elements
T1.1. Epigenetic regulation and metabolic 
pathoadaptation
T1.2. A CRISPRi-seq platform for H. influenzae
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